This PDF file includes:
Text S1. Coculturing of E. huxleyi with the CAM exhibits similar phases of pathogenicity to that of Sulfitobacter D7. Text S2. Sulfitobacter D7 consumes DMSP and produces MeSH but not DMS. Fig. S1 . Algicidal effect of the CAM on E. huxleyi. Fig. S2 . Phylogenetic analysis of Sulfitobacter D7 within the Roseobacter group. Fig. S3 . Marinobacter D6 isolated from CAM has no algicidal effect when cocultured with E. huxleyi. Fig. S4 . Headspace analysis of volatiles produced during algae-bacteria interactions using SPME coupled to GC-MS. fig. S1C-E) showed three-phase dynamics, similar to co-culturing with Sulfitobacter D7 (Fig. 1B-D) . In phase I, algal cultures grew exponentially until day 5, similar to control cultures ( fig. S1C ). In phase II, while control cultures kept growing, CAM-treated cultures entered a short 2-day stationary phase. During the 4 days of phase III, there was a rapid decline in algal abundance, while control cultures kept growing until they reached stationary phase. In order to characterize the origin of MeSH production during Sulfitobacter D7-infection of E. huxleyi (Fig. 3) Error bars < than symbol size are not shown. Statistical differences in (C-E) were tested using repeated measures ANOVA. P-values are <0.001 for the differences between control and CAM-treated E. huxleyi cultures. and (B) are <0.001 for the differences between control and co-cultures and for the differences between the DMSP treatments in co-cultures. P-values in (C) are <0.001 for the differences between the 100 µM DMSP treatment and the rest of the co-cultures. Results represent average ± SD (n = 3) a At 11 days of mono-culture (Fig. 4A) b Until E. huxleyi cultures reached <1% of maximum growth ( Fig. 4C-F) c For 2090 at t = 20d, other strains at t = 21d (Fig. 4C-F) d Conditioned media (CM) was derived from the same cultures presented in the first row of this table
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